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<110> Rowett Research Institute Services limited 

<120> Chimeric binding peptide library screening method 

<130> P22410-/scr/bou 

<140> PCT GB98/02630 
<141> 1998-09-02 



<160> 78 



<170> Patentin Ver. 2,0 

<210> 1 
<211> 521 
<212> DNA 

<213> Recombinant human oestrogen 



<220> 

<221> CDS 

<222> (41) . . (475) 

<400> 1 

aagcttgcat gcaaattcta tttcaaggag acagtcataa atg aaa tac eta ttg 55 

Met Lys Tyr Leu Leu 
1 5 

cct acg gca gcc get gga ttg tta tta etc gcg gee eag eeg gee atg 103 

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met 
10 15 2 0 

gcc caa gtg eag ctg eag taa tag gcg gee gca ggg gga gga ggg tec 151 
Ala Gin Val Gin Leu Gin Ala Ala Ala Gly Gly Gly Gly Ser 

25 30 35 

atg gaa tet gee aag gag act cgc tac tgt gca gtg tgc aat gac tat 199 
Met Glu Ser Ala Lys Glu Thr Arg Tyr Cys Ala Val Cys Asn Asp Tyr 
40 45 50 

get tea ggc tac eat tat gga gtc tgg tec tgt gag ggc tgc aag gcc 247 
Ala Ser Gly Tyr His Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala 
55 60 65 

ttc ttc aag aga agt att caa gga cat aac gac tat atg tgt cca gcc 295 
Phe Phe Lys Arg Ser lie Gin Gly His Asn Asp Tyr Met Cys Pro Ala 
70 75 80 85 
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acc aac cag tgc acc att gat aaa aac agg agg aag age tgc cag gcc 343 
Thr- Asn Gin Cys Thr lie Asp Lys Asn Arg Arg Lys Ser Cys Gin Ala 
90 95 100 

tgc egg etc cgt aaa tgc tac gaa gtg gga atg atg aaa ggt ggg ata 391 
Cys Arg Leu Arg Lys Cys Tyr Glu Val Gly Met Met Lys Gly Gly lie 
105 110 115 

cga aaa gac cga aga gga ggg aga atg ttg aaa cac aag egc cag aga 439 
Arg Lys Asp Arg Arg Gly Gly Arg Met Leu Lys His Lys Arg Gin Arg 
120 125 130 

gat gat ggg gag ggc agg ggt gaa gtg ggg tot tga taatcaggte 48 5 

Asp Asp Gly Glu Gly Arg Gly Glu Val Gly Ser 

135 140 145 

agagtgacct gagctaaaat aacacattca gaattc 52 1 



<210> 2 
<211> 27 
<212> PRT 

<213> Recombinant human oestrogen 
<400> 2 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Gin Val Gin Leu Gin 
20 25 



<210> 3 
<211> 115 
<212> PRT 

< 2 1 3 > Recombi nan t human oe s t rogen 
<400> 3. 

Ala Ala Ala Gly Gly Gly Gly Ser Met Glu Ser Ala Lys Glu Thr Arg 
15 10 15 

Tyr Cys Ala Val Cys Asn Asp Tyr Ala Ser Gly Tyr His Tyr Gly Val 
20 25 30 

Trp Ser Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg Ser He Gin Gly 
35 40 45 
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His Asn Asp Tyr 
50 

Asn Arg Arg Lys 
65 

Val Gly Met Met 

Met Leu Lys His 
100 

Val Gly Ser 
115 



Met Cys Pro Ala 
55 

Ser Cys Gin Ala 
70 

Lys Gly Gly lie 
85 

Lys Arg Gin Arg 



Thr Asn Gin Cys 
60 

Cys Arg Leu Arg 
75 

Arg Lys Asp Arg 
90 

Asp Asp Gly Glu 
105 



Thr lie Asp Lys 



Lys Cys Tyr Glu 
80 

Arg Gly Gly Arg 
95 

Gly Arg Gly Glu 
110 



<210> 4 
<211> 102 
<212> DNA 
<213> human 

<220> 

<221> CDS 

<222> (1) . . (102) 

<400> 4 

aaa cga act gtg get gca cca tct gtc 

Lys Arg Thr Val Ala Ala Pro Ser Val 
1 5 

gag cag ttg aaa tct gga act gcc tct 
Glu Gin Leu Lys Ser Gly Thr Ala Ser 
20 25 

ttc tat 
Phe Tyr 



ttc ate ttc ecg cea tct gat 48 
Phe lie Phe Pro Pro Ser Asp 
10 15 

gtt gtg tgc ctg ctg aat aac 96 
Val Val Cys Leu Leu Asn Asn 

30 

102 



<210> 5 
<211> 34 
<212> PRT 
<2 13 > human 

<400> 5 

Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp 
15 10 15 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn 
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20 



25 



30 



Phe Tyr 



<210> 6 
<211> 150 
<212> DNA 

<213> Human lymphocyte 



<220> 

<221> CDS 

<222> (1) . . (150) 

<220> 



<400> 6 

atg gcc cag ccc acc acg cgt ccg 
Met Ala Gin Pro Thr Thr Arg Pro 
1 5 

aaa cga act gtg get gca cca tct 
Lys Arg Thr Val Ala Ala Pro Ser 
20 



ggc caa ggg aca cga ctg gac att 4 8 
Gly Gin Gly Thr Arg Leu Asp lie 
10 15 

gtc ttc ate ttc ccg cca tct gat 96 
Val Phe lie Phe Pro Pro Ser Asp 
25 30 



gag cag ttg aaa tct gga act gcc tct gtt gtg tgc ctg ctg aat aac 144 
Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn 
35 40 45 

ttc tat -^5Q 
Phe Tyr 
50 



<210> 7 
<211> 50 
<212> PRT 

<213> Human lymphocyte 
<400> 7 

Met Ala Gin Pro Thr Thr Arg Pro Gly Gin Gly Thr Arg Leu Asp lie 
^5 10 15 

Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp 
20 25 30 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn 
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35 40 45 



Phe Tyr 
50 



<210> 8 
<211> 150 
<212> DNA 

<213> Human lymphocyte 

<220> 

<221> CDS 

<222> (1) . . (150) 



<400> 8 

atg gcc cag tec cac cac gcg tec ggc gga ggg acc aag gtg gag ate 4 8 

Met Ala Gin Ser His His Ala Ser Gly Gly Gly Thr Lys Val Glu lie 

1 5 10 15 

aaa cga act gtg get gea cca tot gtc ttc ate tte ccg cea tet gat 96 
Lys Arg Thr Val Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp 
20 25 30 

gag cag ttg aaa tct gga act gcc tet gtt gtg tgc etg etg aat aac 144 
Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn 
35 40 45 



ttc tat 
Phe Tyr 
50 



150 



<210> 9 
<211> 50 
<212> PRT 

<213> Human lymphocyte 
<400> 9 

Met Ala Gin Ser His His Ala Ser Gly Gly Gly Thr Lys Val Glu lie 
^ 5 ■ 10 15 

Lys Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp 
20 25 30 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn 
35 40 45 
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Phe Tyr 
50 



<210> 10 
<211> 566 
<212> DNA 

<213> Recombinant human oestrogen 

<220> 

<221> CDS 

<222> (41) . . (475) 

<400> 10 

aagcttgcat gcaaattcta tttcaaggag acagtcataa atg aaa tac eta ttg 55 

Met Lys Tyr Leu Leu 
1 5 

cct acg gca gcc get gga ttg tta tta etc gcg gcc cag ccg gcc atg 103 
Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met 
10 15 20 

gcc gag gtg caa ctg cag taa tag gcg gcc gca ggg gga gga ggg tec 151 
Ala Glu Val Gin Leu Gin Ala Ala Ala Gly Gly Gly Gly Ser 

25 30 35 

atg gaa tet gcc aag gag act cgc tac tgt gca gtg tge aat gac tat 199 
Met Glu Ser Ala Lys Glu Thr Arg Tyr Cys Ala Val Cys Asn Asp Tyr 
40 45 50 

get tea gge tac cat tat gga gtc tgg tec tgt gag ggc tge aag gcc 247 
Ala Ser Gly Tyr His Tyr Gly Val Trp Ser Cys Glu Gly Cys Lys Ala 
55 60 65 

ttc ttc aag aga agt att caa gga cat aac gac tat atg tgt eca gcc 295 
Phe Phe Lys Arg Ser lie Gin Gly His Asn Asp Tyr Met Cys Pro Ala 
70 75 80 85 

acc aac cag tge ace att gat aaa aac agg agg aag age tge cag gcc 343 
Thr Asn Gin Cys Thr He Asp Lys Asn Arg Arg Lys Ser Cys Gin Ala 
90 95 100 

tge egg etc egt aaa tge tac gaa gtg gga atg atg aaa ggt ggg ata 391 
Cys Arg Leu Arg Lys Cys Tyr Glu Val Gly Met Met Lys Gly Gly He 
105 110 115 

cga aaa gac cga aga gga ggg aga atg ttg aaa eac aag cgc cag aga 439 
Arg Lys Asp Arg Arg Gly Gly Arg Met Leu Lys His Lys Arg Gin Arg 
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120 125 



130 



gat gat ggg gag ggc agg ggt gaa gtg ggg tct tga taatcaggtc 435 
Asp Asp Gly Glu Gly Arg Gly Glu Val Gly Ser 

135 140 145 

agagtgacct gagctaaaat aacacattca ggtcgacttg ggtcagtctg accgggacaa 545 
agttaatgta acctcgaatt c 



<210> 11 
<211> 27 
<212> PRT 

<213> Recombinant human oestrogen 
<400> 11 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Glu Val Gin Leu Gin 
20 25 



<210> 12 
<211> 115 
<212> PRT 

<213> Recombinant human oestrogen 



<400> 12 
Ala Ala Ala Gly 
1 

Tyr Cys Ala Val 
20 

Trp Ser Cys Glu 
35 

His Asn Asp Tyr 
50 

Asn Arg Arg Lys 
65 

Val Gly Met Met 



Gly Gly Gly Ser 
5 

Cys Asn Asp Tyr 



Gly Cys Lys Ala 
40 

Met Cys Pro Ala 
55 

Ser Cys Gin Ala 
70 

Lys Gly Gly lie 
85 



Met Glu Ser Ala 
10 

Ala Ser Gly Tyr 
25 

Phe Phe Lys Arg 

Thr Asn Gin Cys 
60 

Cys Arg Leu Arg 
75 

Arg Lys Asp Arg 
90 



Lys Glu Thr Arg 
15 

His Tyr Gly Val 
30 

Ser lie Gin Gly 
45 

Thr lie Asp Lys 

Lys Cys Tyr Glu 
. 80 

Arg Gly Gly Arg 
95 
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Met Leu Lys His Lys Arg Gin Arg Asp Asp Gly Glu Gly Arg Gly Glu 
100 105 110 

Val Gly Ser 
115 



<210> 13 
<211> 539 
<212> DNA 

<213> Recombinant human oestrogen 

<220> 

<221> CDS 

<222> (41) . . (478) 

<400> 13 

aagcttgcat gcaaattcta tttcaaggag acagtcataa atg aaa tac eta ttg 55 

Met Lys Tyr Leu Leu 
1 5 

cct acg gca gcc get gga ttg tta tta etc gcg gee cag ecg gea atg 103 
Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met 
10 15 20 

gee gag atg gaa tet gee aag gag act cge tac tgt gea gtg tgc aat 151 
Ala Glu Met Glu Ser Ala Lys Glu Thr Arg Tyr Cys Ala Val Cys Asn 
25 30 35 

gac tat get tea ggc tac cat tat gga gtc tgg tec tgt gag ggc tgc 199 
Asp Tyr Ala Ser Gly Tyr His Tyr Gly Val Trp Ser Cys Glu Gly Cys 
40 45 50 

aag gcc tte tte aag aga agt att eaa gga cat aac gac tat atg tgt 247 
Lys Ala Phe Phe Lys Arg Ser lie Gin Gly His Asn Asp Tyr Met Cys 
55 60 65 

eca gcc ace aac cag tgc ace att gat aaa aae agg agg aag age tgc 2 95 
Pro Ala Thr Asn Gin Cys Thr lie Asp Lys Asn Arg Arg Lys Ser Cys 
70 75 80 85 

cag gcc tgc egg etc cgt aaa tgc tac gaa gtg gga atg atg aaa ggt 343 
Gin Ala Cys Arg Leu Arg Lys Cys Tyr Glu Val Gly Met Met Lys Gly 
90 95 100 

ggg ata cga aaa gac cga aga gga ggg aga atg ttg aaa cac aag cgc 3 91 
Gly lie Arg Lys Asp Arg Arg Gly Gly Arg Met Leu Lys His Lys Arg 
105 110 115 
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cag aga gat gat ggg gag ggc agg ggt gaa gtg ggg tct ggg gga gga 439 
Gin Arg Asp Asp Gly Glu Gly Arg Gly Glu Val Gly Ser Gly Gly Gly 
120 125 130 

ggg teg gcc cag ccg gcc etc ctg cag ctg gcg gcc gca taactgattg 488 
Gly Ser Ala Gin Pro Ala Leu Leu Gin Leu Ala Ala Ala 
135 140 145 

agtcgacttg ggtcagtctg accgggacaa agttaatgta acctcgaatt c 539 



<210> 14 
<211> 146 
<212> PRT 

<213> Recombinant human oestrogen 
<400> 14 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Glu Met Glu Ser Ala Lys Glu Thr Arg Tyr 
20 25 30 

Cys Ala Val Cys Asn Asp Tyr Ala Ser Gly Tyr His Tyr Gly Val Trp 
35 40 45 

Ser Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg Ser lie Gin Gly His 
50 55 60 

Asn Asp Tyr Met Cys Pro Ala Thr Asn Gin Cys Thr lie Asp Lys Asn 
65 70 75 80 

Arg Arg Lys Ser Cys Gin Ala Cys Arg Leu Arg Lys Cys Tyr Glu Val 
85 90 95 

Gly Met Met Lys Gly Gly lie Arg Lys Asp Arg Arg Gly Gly Arg Met 
100 105 110 

Leu Lys His Lys Arg Gin Arg Asp Asp Gly Glu Gly Arg Gly Glu Val 
115 120 125 

Gly Ser Gly Gly Gly Gly Ser Ala Gin Pro Ala Leu Leu Gin Leu Ala 
130 135 140 

Ala Ala 
14 5 
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48 



96 



<210> 15 
<211> 372 
<212>. DMA 
<213> Human 

<220> 
<221> CDS 
<222> (1) . . (372) 

<400> 15 

cag gta cag ctg cag cag tea ggg gga ggc gtg gtc cag cct ggg agg 

Gin Val Gin Leu Gin Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gee teg gga tte ecc ttt agt act tat 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ser Thr Tyr 
2 0 2 5 3 0 

ggc atg cac tgg cgc cag get gtc cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Arg Gin Ala Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tea tat gat gga agt aat aaa tac tac gca gae tec gtg 192 
Ala Val lie Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

^^9 99c cga tte ace ate tec aga gae aat tec aag aac aeg ttg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga get gag gae aeg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat tta gae ecc acc agg tat age agt ggc tgg gae act gae 33 6 
Ala Arg Asp Leu Asp Pro Thr Arg Tyr Ser Ser Gly Trp Asp Thr Asp 
100 105 110 

tac tgg ggc cag ggg cac ctg gtc act gtc tec tea 372 
Tyr Trp Gly Gin Gly His Leu Val Thr Val Ser Ser 
115 120 



<210> 16 
<211> 124 
<212> PRT 
<213> Human 



10 



<400> 16 
Gin Val Gin Leu 
1 

Ser Leu Arg Leu 
20 

Gly Met His Trp 
35 

Ala Val lie Ser 
50 



Gin Gin Ser Gly 
5 

Ser Cys Ala Ala 



Arg Gin Ala Val 
40 

Tyr Asp Gly Ser 
55 



Gly Gly Val Val 
10 

Ser Gly Phe Pro 
25 

Pro Gly Lys Gly 

Asn Lys Tyr Tyr 
60 



Gin Pro Gly Arg 
15 

Phe Ser Thr Tyr 
30 

Leu Glu Trp Val 
45 

Ala Asp Ser Val 



Lys Gly Arg Phe Thr lie Ser Arg 
65 70 

Leu Gin Met Asn Ser Leu Arg Ala 
85 

Ala Arg Asp Leu Asp Pro Thr Arg 
100 

Tyr Trp Gly Gin Gly His Leu Val 
115 120 



Asp Asn Ser Lys Asn Thr Leu Tyr 
75 8 0 

Glu Asp Thr Ala Val Tyr Tyr Cys 
90 95 

Tyr Ser Ser Gly Trp Asp Thr Asp 
105 110 

Thr Val Ser Ser 



<210> 17 

<211> 327 

<212> DNA 

<213> Human 



<220> 

<221> CDS 

<222> (1) . . (327) 



<400> 17 

gaa acg aca etc acg cag tct cca ggc acc ctg tct ttg tct ccg ggg 43 

Glu Thr Thr Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
1 5 10 15 

gaa aga gcc acc etc tec tgc agg gee agt cag aat att ggc age age 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Asn He Gly Ser Ser 
20 25 30 

tec tta gcc tgg tac caa eag aaa cet ggc cag get cec agg etc etc 144 
Ser Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 
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# 



ate tat ggt gca tec acc agg gcc act ggt ate cca gcc agg tte agt 192 
lie Tyr Gly Ala Ser Thr Arg Ala Thr Gly lie Pro Ala Arg Phe Ser 
50 55 60 

ggc agt ggg tea ggg aca caa ttc act etc aec ate age age ctg cag 240 
Gly Ser Gly Ser Gly Thr Gin Phe Thr Leu Thr He Ser Ser Leu Gin 
65 70 75 80 

tct gaa gat ttt gca gtt tat tac tgt cag eag tat aat ttc tgg cca 288 
Ser Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Phe Trp Pro 
85 90 95 

ttc act ttt gge ect ggg acc aag ctg gag ate aaa cgt 327 
Phe Thr Phe Gly Pro Gly Thr Lys Leu Glu He Lys Arg 
100 105 



<210> 18 
<211> 109 
<212> PRT 
<213> Human 

<400> 18 

Glu Thr Thr Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Asn He Gly Ser Ser 
20 25 30 

Ser Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Thr Arg Ala Thr Gly lie Pro Ala Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Gin Phe Thr Leu Thr He Ser Ser Leu Gin 
65 70 75 80 

Ser Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Phe Trp Pro 
85 90 95 

Phe Thr Phe Gly Pro Gly Thr Lys Leu Glu He Lys Arg 
100 105 



<210> 19 
<211> 72 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 19 

ttttctgcag taataggcgg ccgcaggggg aggagggtcc atcgaaggtc gcgaagcaga 60 
gactgttgaa ag 72 



<210> 20 
<211> 75 
<212> DNA 

<213> Artificial Sequence 
<220> 

<2 23> Description of Artificial Sequence; synthetic DNA 
<400> 20 

ttttgaattc ttattaacca ccgaactgcg ggtgacgcca agcgcttgcg gccgttaaga 60 
ctccttatta cgcag 75 



<210> 21 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 21 

aaaagcggcc gcactggcct gagagannnn nn 3 2 

<210> 22 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 22 

tcgacccacg cgtccg X6 
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<210> 23 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 23 

gggtgccgag gc 12 

<210> 24 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 24 

aaaagaattc tgaatgtgtt attttagctc aggtcactct gacctgatta tcaagacccc 60 
acttcacccc ct 72 

<210> 25 
<211> 46 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 25 

aaaagcggcc gcagggggag gagggtccat ggaatctgcc aaggag 4 6 



<210> 26 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
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<400> 26 

gtaaaacgac ggccagt 



<210> 27 
<211> 20 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 27 

ggataacaat ttcacacagg 

<210> 28 
<211> 25 
<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 28 

aaagcggccg cactggcctg agaga 

<210> 29 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 29 

aaaaggccca gccggccatg gcccagccca ccacgcgtcc g 

<210> 30 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 30 

aaaaggccca gccggccatg gcccagtccc accacgcgtc eg 

<210> 31 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 31 

aaaaggccca gccggccatg gcccagtacc caccacgcgt ccg 4 

<210> 32 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 32 

aaaagaattc gaggttacat taactttgtt ccggtcagac tgacccaagt cgacctgaat 60 
gtgttatttt ag ^2 

<210> 33 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 33 

ccttggcaga ttccatctcg gccattgccg gc 32 

<210> 34 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: synthetic DNA 



<400> 34 

ccggcaatgg ccgagatgga atctgccaag g 3 

<210> 35 
<211> 86 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 35 

ttttgtcgac tcaatcagtt atgcggccgc cagctgcagg agggccggct gggccgaccc 60 
tcctccccca gaccccactt cacccc o^r 



<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 36 

tgttgaaaca caagcgccag 



<210> 37 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 37 

tggaagaggc acgttctttt cttt 



<210> 38 

<211> 24 

<212> DNA 

<213> Artificial 



Sequence 



17 



<223> Description of Artificial Sequence: synthetic DNA 
<400> 38 

ctccttctta ctcttgctgg cggt 

<210> 39 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 39 

agactctccc ctgttgaagc tctt 

<210> 40 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 40 

tgaagattct gtaggggcca ctgtctt 

<210> 41 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 41 

tgaaccgcct ccacctgagg agacggtgac cagggtgcc 

<210> 42 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 42 

tgaaccgcct ccacctgaag agacggtgac cattgtccc 

<210> 43 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 43 

tgaaccgcct ccacctgagg agacggtgac cagggttcc 

<210> 44 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 44 

tgaaccgcct ccacctgagg agacggtgac cgtggtccc 

<210> 45 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA^ 
<400> 45 

tttttggccc agccggccat ggcccaggtg cagctggtgc agtctgg 

<210> 46 

<211> 47 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 46 

tttttggccc agccggccat ggcccaggtc aacttaaggg agtctgg 4 7 

{ 

<210> 47 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DMA 
<400> 47 

tttttggccc agccggccat ggccgaggtg cagctggtgg agtctgg 4 7 

<210> 48 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 48 

tttttggccc agccggccat ggcccaggtg cagctgcagg agtcggg 47 

<210> 49 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> . Description of Artificial Sequence: synthetic DNA 
<400> 49 

tttttggccc agccggccat ggccgaggtg cagctgttgc agtctgc 47 

<210> 50 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
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<223> Description of Artificial Sequence: synthetic DNA 
<400> 50 

tttttggccc agccggccat ggcccaggta cagctgcagc agtcagg 

<210> 51 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<4aO> 51 

ttattcgcgg ccgcctaaac agaggcagtt ccagatttc 

<210> 52 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequencer synthetic DNA 
<400> 52 

gtcacttgcg gccgcctaca gtgtggcctt gttggcttg 

<210> 53 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 53 

tctggcggtg gcggatcgga catccagatg acccagtctc c 

<210> 54 

<211> 41 

<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: synthetic DMA 
<400> 54 

tctggcggtg gcggatcgga tgttgtgatg actcagtctc c 

<210> 55 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 55 

tctggcggtg gcggatcgga aattgtgttg acgcagtctc c 

<210> 56 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 56 

tctggcggtg gcggatcgga catcgtgatg acccagtctc c 

<210> 57 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 57 

tctggcggtg gcggatcgga aacgacactc acgcagtctc c 

<210> 58 
<211> 41 
<212> DMA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: synthetic DNA 



<400> 58 

tctggcggtg gcggatcgga aattgtgctg actcagtctc c 

<210> 59 
<211> 42 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 59 

ttctcgtgcg gccgcctaac gtttgatttc caccttggtc cc 

<210> 60 
<211> 42 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DMA 
<400> 60 

ttctcgtgcg gccgcctaac gtttgatctc cagcttggtc cc 

<210> 61 
<211> 42 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 61 

ttctcgtgcg gccgcctaac gtttgatatc cactttggtc cc 

<210> 62 

<211> 42 

<212> DMA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: synthetic DMA 



<400> 62 

ttctcgtgcg gccgcctaac gtttgatctc caccttggtc cc 

<210> 63 
<211> 42 
<212> DNA 

<2.13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 63 

ttctcgtgcg gccgcctaac gtttaatctc cagtcgtgtc cc 

<210> 64 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 64 

tctggcggtg gcggatcgca gtctgtgttg acgcagccgc c 

<210> 65 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 65 

tctggcggtg gcggatcgca gtctgccctg actcagcctg c 

<210> 66 

<211> 4i 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 66 

tctggcggtg gcggatcgtc ctatgtgctg actcagccac c 

<210> 67 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 67 

tctggcggtg gcggatcgtc ttctgagctg actcaggacc c 

<210> 68 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 68 

tctggcggtg gcggatcgca cgttatactg actcaaccgc c 

<210> 69 
<211> 41 , 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 69 

tctggcggtg gcggatcgca ggctgtgctc actcagccgt c 

<210> 70 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 70 

tctggcggtg gcggatcgaa ttttatgctg actcagcccc a 

<210> 71 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 71 

ttctcgtgcg gccgcctaac ctaggacggt gaccttggtc cc 

<210> 72 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 72 

ttctcgtgcg gccgcctaac ctaggacggt cagcttggtc cc 

<210> 73 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 73 

ttctcgtgcg gccgcctaac ctaaaacggt gagctgggtc cc 

<210> 74 
<211> 18 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 74 

cgatccgcca ccgccaga 



<210> 75 
<211> 18 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 75 

gtctcctcag gtggaggc 

<210> 76 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 76 

cgatccgcca ccgccagagc cacctccgcc tgaaccgcct ccacctgagg 

<210> 77 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 77 

tcaggtcaga gtgacctgag ctaaaataac acattcag 



18 



18 



agac 54 



38 



<210> 78 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: synthetic DMA 
<400> 78 

agtccagtct cactggactc gattttattg tgtaagtc 
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